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[ Abstract] With the emergence and spread of SARS-CoV-2, COVID-19 has become

a severe threat to global public health. Based on the genome structure and the life cycle of

SARSCoV-2, and its epidemiology, pathogenesis, diagnosis and treatment, this brief review aims

to provide clues for the latest research on SARS-CoV-2 and COVID-19 induced pneumonia.
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Figure 1. Genomic structure of SARS-CoV-2
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Figure 2. The life cycle
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